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Metapathway biotransformation:WP 1251

Iron Homeostasis:WP1596

Selenium Micronutrient Network:WWP1272
Selenium:WP1272

Folic Acid Network:WP1273

Oxidative Stress:WP412

Insulin Signaling:\WP65

FAS pathway and Stress induction of HSP re
MAPK signaling pathway:WP493

Myometrial Relaxation and Contraction Pathw
Prostaglandin Synthesis and Regulation:\WP3
Adipogenesis:WP447

Adipogenesis genes:WP447

_ Primary Focal Segmental Glomerulosclerosis

Complement and Coagulation Cascades:WP:-
Integrin-mediated Cell Adhesion:\WP6
_ Eicosanoid Synthesis:WP318

Glycogen Metabolism:WP317
Triacylglyceride Synthesis:WP386

Nucleotide Metabolism:WP87

Mismatch repair:WP1257

Purine metabolism:KEGG-mmu00230:WP21¢
Homologous recombination:WP1258

One Carbon Metabolism:WP435
Exercise-induced Circadian Regulation:WP54
Methylation:WP1247

Eukaryotic Transcription Initiation:WP567
TNF-alpha NF-kB Signaling Pathway:WP246
_ Glycolysis and Gluconeogenesis:WP157
Diurnally Regulated Genes with Circadian Ort
mRNA processing:WP310

Electron Transport Chain:WP295
Cytoplasmic Ribosomal Proteins:WP163
TCA Cycle:WP434

G1 to S cell cycle control:WP413

Translation Factors:WP307

Oxidative phosphorylation:WP1248

DNA Replication:WP150

Proteasome Degradation:WP519
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