
  Tanc1structural constituent of ribosome p=4e-82 (c1)
  Mapk13translation p=2e-71 (c1)   Klf1  Slc45a3

cytosolic small ribosomal subunit p=1e-41 (c1)
cytosolic large ribosomal subunit p=3e-37 (c1)

ribosome p=2e-23 (c1)   Camp  S100a8  Trem3  Sgms2  Tfec  Kcnip3organelle p=4e-34 (c2)
cellular metabolic process p=1e-25 (c2)   Gfi1  Far2  Cebpe  F13a1  Irf8primary metabolic process p=9e-24 (c2)

catalytic activity p=1e-19 (c2)
cytoplasmic part p=2e-19 (c2)

intracellular organelle part p=1e-18 (c2)
nitrogen compound metabolic process p=4e-18 (c2)

  Ctssprotein binding p=9e-16 (c2)
  Mpl  Ikzf2  Pbx1  Ptrf  Gata2  Tsc22d1cytoplasm p=1e-10 (c2)   Meis1  Prkcb  Tmem53  Chd7  Car1  Gfi1b  Gata1organelle membrane p=5e-10 (c2)   Mfsd2b  Nfia  Sox4  Satb1  Pigrcatabolic process p=1e-07 (c2)

response to stress p=2e-07 (c2)
immune system process p=3e-07 (c2)

iron ion transmembrane transporter activity p=5e-06 (c2)

intracellular organelle part p=1e-98 (c4)
macromolecular complex p=1e-84 (c4)

mitochondrion p=4e-76 (c4)
cellular metabolic process p=3e-68 (c4)

RNA binding p=7e-51 (c4)
primary metabolic process p=2e-44 (c4)

protein binding p=5e-33 (c4)
nucleus p=1e-25 (c4)

cytoplasm p=1e-17 (c4)
nucleotide binding p=2e-16 (c4)

threonine-type peptidase activity p=2e-14 (c4)
pigment granule p=4e-14 (c4)

intracellular transport p=4e-14 (c4)
protein transport p=1e-13 (c4)

  Lyz1  Med21membrane-enclosed lumen p=5e-13 (c4)
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